Project Template: Investigation of the potential function of a recently discovered gene using GenBank

The purpose of this exercise is to allow the student to get a chance to use GenBank.  They are provided with a hypothetical gene fragment, which they can use to compare against sequences in the GenBank database.  They will use the basic local alignment search tool “BLAST” algorithm available on the GenBank website to find gene matches.  The students are asked to answer a series of questions that assess their mastery of the assignment.

INVESTIGATE  THE FUNCTION OF A NEW GENE

Your scientist friend who is a primate biologist has been hard at work obtaining sequence information from a chimpanzee cDNA library.   She is just starting out, but is excited when she gets her first fragment of sequence back from the sequencing facility.  She shows it to you but wonders what gene it could be.  How can you help her out?

The sequence is:

ggccactgac caaccggaat gcaccccaac tcgtaatccgc cgactacaga agatgagaaa ccggaatcta agaaggagg ttgctaaccc gctacactat attaaacatc gcctacagaa cagttggtca ctctggtctt tttaaaatta tataaggaaa acttgccaag ttaacctgcg 

Questions to answer:

1.  What internet resource(s) can be used to find out the identity of this gene? 

2.  What are two different methods that can be used to compare this sequence to genetic data?

3.  What gene(s) does this fragment show homology go?

4.  What organisms does this gene show homology to?

5.  What is the most likely identity of the gene to which this sequence fragment belongs?

6.  What might be a good guess as to the organism that this DNA belongs to? 

7.  What other experiments would your scientist friend need to do to prove the identity of this gene?

