Project Template 2: Virus Hunting

Imagine you are a virus hunter working in sub-Saharan Africa.  You have been investigating the cause of a recent disease epidemic that is ravaging a small village’s population.  The disease appears to cause massive cirrhosis of the liver.  To determine the cause of the sicknesses, you have isolated antibodies from an afflicted individual, knowing that they will likely bind to proteins from whatever pathogen is causing the disease.  After obtaining and purifying the antibodies, you homogenized a liver of a mortally infected individual and incubated the homogenate with the antibodies.  After isolation of the antibody-bound protein complexes, you found that only three proteins seemed to be strongly recognized by the antibodies.  Picking one of the three at random, you send a protein sample to a protein sequencing facility.  A week later, you receive the results telling you the N-terminal sequence of the protein:
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Given this information, use the tools at the NCBI website to answer the following questions:

1. What kind of organism is most likely causing the disease?  To what known pathogen is it possibly related?

2. What protein have you probably isolated, and what is its function?

3. Does what you have found correlate with the infected individual’s symptoms?

